
✓ Confirmed experimentallySequence:  alignment tester.dna  (Circular / 2684 bp)
Features:  12 visible, 12 total
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Feature 1

Feature 7

Insertion by Ref
Feature 2

GGTGCGGGCgtaTTCGCTATTACGCCAGCTGGCGAAtagGGGATGTGC  CAAGGCGATTAAGTTGGGTA

CCACGCCCGcatAAGCGATAATGCGGTCGACCGCTTatcCCCTACACG  GTTCCGCTAATTCAACCCAT

GCGATCGGTGCGGGCgtaTTCGCTATTACGCCAGCTGGCGAAtagGGGATGTGC CAAGGCGATTAAGTTGGGTAA
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Feature 1
Feature 7

Feature 2

GGTGCGGGCgta‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒gGGGATGTGCTGCAAGGCGATTAAG‒‒‒‒‒‒‒

CCACGCCCGcat‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒cCCCTACACGACGTTCCGCTAATTC‒‒‒‒‒‒‒
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Feature 3

ACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGAATTCGAGCTCGGTACCCGGGGAT

TGCGGTCCCAAAAGGGTCAGTGCTGCAACATTTTGCTGCCGGTCACTTAAGCTCGAGCCATGGGCCCCTA

TGGGTAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGAATTCGAGCTCGGTACCCGGGGATC
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Feature 3

‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒CGAGCTCGGTACCCGGGGAT

‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒GCTCGAGCCATGGGCCCCTA
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Feature 3

CCTCTAGAGTCGACCTGCAGGCATGCAAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATT

GGAGATCTCAGCTGGACGTCCGTACGTTCGAACCGCATTAGTACCAGTATCGACAAAGGACACACTTTAA

GGGGATCCTCTAGAGTCGACCTGCAGGCATGCAAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTG
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Feature 3

CCTCTAGAGTCGACCT‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒

GGAGATCTCAGCTGGA‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒‒


